
−11.38

−1.39

8.6

18.59
monocytes peripheral blood_14_ReprPCWk

G
S

Z
mBL
intermediate
non−mBL

UCHL1MMEMMESSBP2SSBP2GNG7BMP7BMP7PCDH9GPM6AGPM6ATRPM4HBA2HBA2HBA2HBA2HBA2HBA2C3orf14NUDT11DBN1DBN1RIMS3PHACTR1SPTBN1SPTBN1PIP5K1BBACH2PHGDHPSAT1MTCL1LEF1LEF1CUX2DIP2CDIP2CNSG1NSG1NSG1ACP6CYP39A1CKMT1BSORBS2APBB2APBB2APBB2ABLIM1ABLIM1STAG3LCKLCKLTBP1LTBP1SERHL2ALDH5A1ALDH5A1PDZD2TUBB2BKANK1RAPGEF5MYBL1DEF8KCNK12KCNN3KCNN3CNR1CADM1CADM1CADM1RAB15RAB15PIEZO2GUCA1AGUCA1ANOL4TMEM100MEF2BPDGFDSOBPMFHAS1VGLL4PTK2PTK2SPRED2SPRED2SEL1L3SEL1L3TTC9TTC9OSBPL3SLC6A16BLKIGF2BP3IGF2BP3IGF2BP3SPIBCD72PAX5BCAS4E2F5FBXO16FZD3FOXO1ZNF131PNOCDENND5BNR4A3ZEB1ARHGEF1GRIN1PPP2R5CZNF415ZNF329BTN1A1OSBPL10HIP1REFNA3KCNQ2ARPP21ALOX15PTNLEF1TFCP2L1RAB3BABOERN2PON3PLS1WNT11CKAP4CKAP4B9D1FUT8GMPPBANKEF1NMBF12CELSR3CELSR3SEC14L1SEC14L1ENO2RLN2MTAPMTAPMTAPPKP4PKP4MEX3DSEPT11CLGNTMEFF1TMEFF1LZTFL1U2SURPANKRD28COX16GDF11CD320DYRK3TFR2TATRBP4SPTBN2KAZNPDE4APDE4APYCR1TERTSARDHSGCETMSB15BCIZ1CIZ1C11orf80CEP70NBEAPRDX2C11orf95STX2WDR19RIC8BZNF574NRLCENPSZNF232GINS3NUP62CLPKIAUGT8OXR1INATEAD4TEAD4DHCR24KIF5CWNT5AWNT5ABCL7ABCL7AZNF239BNIP3BNIP3RASAL1KCNH2KCNH2BMP7NTF3LZTS1LZTS1EPN2EPN2BMP3HRKHRKIRS1RNFT2RNFT2SMARCA4SMARCA4SMARCA4SMARCA4MZB1ELOVL6ELOVL6HMGN5KANK2RAP1GAP2FHOD3LRIG1GAREM1PRKCAPRKCADEPTORPDZRN4AUTS2HDAC9CORO2BSUGCTCERS4HIP1RHIP1RNEIL1FADS3FADS3C3orf52ZNF215BIKNFATC1NFATC1NFATC1NFATC1COCHFCRL2PNMA2FBLN2SDC1SDC1CD9LAPTM4BLAPTM4BLAPTM4BH1FXGTF2IRD1SALL2DNMT3BWFS1RGS4ZCCHC14GNA11LHFPL6MUM1MAD1L1EIF5A2TCEA2DLG3AEBP1THBS4SFRP4ITGBL1IGFBP4NOTCH3SPON2LHX6CAV1CAV1SRPXPTPN13SNED1GRIP2NXNFBLN1GLT8D2PSD3PSD3CELSR1ROR1MMP11CYTH3CNR1CNR1GNG11ELOVL2PCDH9MYBPC2N4BP3GALNT12LDLRAD4LDLRAD4LDLRAD4IRF6HSPA2TPD52L1MALLNDRG2TJP2TIAM1TIAM1ABCC4SH3YL1MLF1IMPACTSATB2SCD5CDK14CDK14EPB41L2EPB41L2AOX1JAKMIP2PPM1ETRIM9HS2ST1MAP3K7SMAD5SMAD5PLAG1MPP6PAIP2BTPD52TPD52TPD52TPD52CAND2SLC41A3APBB2GPLD1GPLD1PAWRSOX12MAPK12NEBLNEBLTRIM29SPINK5PPLRHCGTRIB2TRIB2WASF3LARGE1FCGR2BTNFRSF21TNFRSF21VPS37BCELF2CELF2CELF2ZP3ZP3FMO1RGS16RGS16CHL1NLGN4XCOL4A3GNAZRSPH14TCFL5COLEC11ARHGAP44MEIS2PTCH1MYO1CPODNL1ATP8B1PGFCHKBRPL37ARPL17L3MBTL1GPLD1CRHBPITFG2LEPEXOC7CFDP1PRDX2FGFR1LIMS2KLF12KLF12PLCG1MGAT3FBXL18HUS1TULP3MICAL3ITPR3ITPR3ANK1ANK1ANK1ANK1ANK1ANK1TMCC2KCTD7PCDHGC3PCDHGA5PCDHGA5PCDHGA5KIF21BIGF1RIGF1RADGRA3CXADRFGF9CEACAM6PKP1FGFR3CEACAM5FXYD3AK1CAMK4ZIC1RYR2MYRIPHOMER1CAMSAP2CAMSAP2PIK3R3MLLT3MLLT3PDE4DIPPDE4DIPMTUS2PPP1R17POU3F1POU3F1SLC1A2SNCAIPPLCB2SYT2TNFRSF25TNFRSF25INPP4BADGRG1CD160HDGFL3SDC3FMO2SORBS1TRPM6SCML1ADAP2IGF2ROPA3WASHC4HPS1ACSF2NOS3TSHZ2DNAL4GUCY2CDHRS2CPED1CNIH3NRXN1C1orf106FAM174BCACNB2DNPEPDLGAP4TLDC1CIB2LRRC1PCCASLC27A2SNRPNWWOXWWOXSMPD3FABP6OGDHLLSRMAPK13MAPK13ACTL8DNAAF1CHAC1MORN1PODXLSNTA1RAB3IL1TGADGRB2CDC42BPBLRP4SHANK2KIAA1549LHDGFL3HDGFL3HDGFL3MYH10MYH10FKBP1BTUBB6KCNK1KCNK1KHDRBS3ARHGDIGABCF2LRRC20GATBSARS2MRPL11DMC1CCDC15ARG2GCATGSDMEABCB4ABCB4BIN1BIN1BIN1BIN1BIN1CACNA1ACACNA1ATP53I11RIPOR1RIN3PRR5PRR5OCA2TBX21RIN3RIN3PDIA2ATP9BPOLITRIM36ARHGAP5ARHGAP24ADNP2SACSFRMPD1FRMD4AHIVEP3SLC9A5FZD6PTHLHPTHLHINSM1FHL1FHL1FHL1FHL1FHL1IVDPRKACBZEB1SGPP1PCOLCE2MEOX1GPRC5BABCA3EDNRBEDNRBEDNRBTGFATSPAN13SPAG1PIGRPPM1HL3MBTL1PGGHGPPP1R26CSNK1EHHATPRR5−ARHGAP8PRR5−ARHGAP8TGFBR3PAX9USTPDE2AEXOSC7CLIC5CDC14BFARP1FARP1NLRP1NLRP1NLRP1CHST15CEACAM21ADCY6EDN1ZBTB16EPB41L1MLC1DNAJB5SEMA3FHEG1ASAP1AMPD3SKAP2SKAP2S100A1STC2POU2F2DTX3MAPK11SH3D21TUBA4BJAM3PMEPA1TNFRSF8CDH15ELAVL3PRXSLC6A7NPTXRPIPOXADRA2CONECUT2SAA2SAA2ADGRG6CFIASS1PLVAPADGRA2EHD2CAVIN1CAV2NID1CDH5MAP1BC9orf3RAI2CLIP3NFIBAMOTL2SEMA5AFMODRAMP3NR2F1CLDN5VWA1CLCN4CLCN4CLCN4CLCN4MTSS1MTSS1SEPT9STAT6PSD4KDELR1GPR137AFF3LIPESIKE1MAP4K5CHURC1−FNTBREREREREGNB5IKZF3RAB30PTP4A1FLI1ETS1SLC7A8SLC7A8LGMNMSR1ITGB5AXLME1PTPRGLSAMPCTNNA2ERC2ATP9BFAM57ACRYMISYNA1ZNF512BZNF512BTRAPPC6ASLC35G2TRPC1TRPC1PHKA1ST7ACOT1BMPR1ATSPAN7FRZBFRZBFGF13EPHA3IGF1IGF1IGF1RGS5RGS5RGS5LMCD1COL6A1COL6A1BGNFGFR1C14orf132CTDSPLCTDSPLCNN3SDC2SDC2HS3ST1LPLCOLEC12TNFRSF11BTNFRSF11BPTPRFPTPRFITIH5ADGRG2PCDHA5OLFM1SLC22A3ZFPM2MAOBROBO1LPAR1HS3ST3A1SERPINE2C2CD2DNASE1L3IL33TNFSF11CXCL12CXCL12FBLN5CHRDL1NFKB2VAV2VAV2PHACTR2PHACTR2PHACTR2OPTNOPTNAHNAKAHNAKGPHNPOU2F2CD40CTSHCD40CD40OLFML2ATRPM2PAX2TMPRSS6FOXC1OVOL2PAK6NAALADL1SPINT2WWC1ESRP1PKP3PKP3ADIRFANKRD55DPP4DPP4HOOK1KIAA0895FAM184AMTSS1PDE4BDTX4TRIM2TRIM2LLGL2DDCABCG5LBHNEDD9NEDD9RGS12CD6KLRD1KLRD1RORARORATNIKTNIKARNTLARNTLPECRCDYLCDYLCDYLMYO6MYO6MYO6MAP7MAP7MAP7NAV2EGFREGFRTNNC2CRYABCKMACTC1ACTN2MYBPC1TSPOAP1CES3SYT1CD1ASNAP25MSANTD2C1orf56PAX6TMEM231ZNF783RGS7KLHL3ECE2A4GALTTBXA2RKLF15PAHGSTA4RECKDOCK9EYA2ZFHX3USP2TMEM161AMAST2MAST2CHRNA1PRDM12FBP2RAB6BLHFPL2KLF12KCNJ1MARC2CLTCL1TMOD1SLCO5A1SLC6A8RFX2BDKRB2COBLL1PTPRN2PTPRN2DACT1JAM2TBC1D12ESR1HS3ST2F8AIM2MAPK11TACC1FDXRPAK1TNIP3FARP2CAMK2BTTC28CTNND2CTNND2PDE4DIPSLC39A8GPNMBPLCL1GPR153GPR153LIPGGFPT2SDC4PLPP3WNT2PTGESLGI2PLXNA3TCAF1SAMD4AABCC3PLA2G4CPAMMAFFSGK1LPAR1NMT2SSPNTRADDPLEKHF1CYB561RXRARXRALAD1LAD1DSC2CEP170BGIPC1CYB561GNALGNALGNALMSX1ANK3PLEKHA5TCF7L2TCF7L2TCF7L2TCF7L2RUNX1T1ASTN2SV2BPID1RELNABCB1SYNMPRUNE2BMP2LAMA2LAMA2GPC4FAM171A1MID1NUAK1ZCCHC24DLG5PARD3RCAN2MSRAC1orf115EFNB2EFNB2FLRT2COL14A1MATN2MEOX2LDB2LEPRFAM13ADCLK1ADCY9GNAI1ITGA6ITGA6COBLCDC42BPASPRLAMC1PLXNA2LDOC1REEP1BMP6HSPA4LSLC47A1TSPAN6MAOAPBX1SH3BP4EFNA1F2RL1KITMYO10MPDZDSTDSTDSTDOK5TSPAN12RND3DKK3DKK3TUSC3GJA1HSPB8GNG12SEPT10MOXD1ETV1F2RFRMD4BSYNJ2SYNJ2MACF1TMEM2MYLKTNCCOL18A1ADGRL2NCKAP1RBPMSRBPMSRBPMSFERMT2FERMT2YES1YES1CRIM1CRIM1ASAP2MYO1BSGCBCREB3L1MFGE8CDK18TMEM132ALYPD1ADAMTS2H2AFY2LMNATLN2EPS8FBN1HTRA1FAT1PPICTMEM47TPM1TGFB1I1THY1THY1THY1SNX7PRSS23FSTL1PMP22NT5EBICC1SLC2A10NBL1FILIP1LPLATADAMTS5PRR16ANGPTL2ANGPTL2EMP2PDZRN3DIXDC1SPSB1CD5LLAMP5APODCD70TSC22D3TSC22D3ARVCFARVCFPTGER3MYL10SKAP1EEF1A2WHRNWHRNMYRFB3GAT1FXYD2FXYD2L1TD1GAS2SCAMP5ESR2ESR2ESR2COL9A3AQP3AQP3AQP3COL4A5PRKCZCDH2CDH2P3H2VASH2LRRC32MYO7AMYO7AMYO7AAKAP12MARK1CA8TOXTOXEPB41L4BWNT5BDNAJC6KLHL23STXBP6SYBUGALNT14DMDDMDCEACAM1CEACAM1CEACAM1SPP1ALPLPXDNPXDNHSPG2VWFCR1CR1CMKLR1CMKLR1EPAS1SLCO2B1SLCO2B1GALCMERTKCPMMCTP1PTPROTBC1D9TBC1D9INHBATMEM158CA12CA12EGFL6CA12CA12CA12CYP26B1PDPNPDPNSLC2A14SLC2A14SERPINE1SERPINE1P4HA2VDRVDRPDGFRAEFEMP1EFEMP1FBLN1FBLN1CYP1B1CYP1B1CYP1B1RIN2OLFML2BCRISPLD2IL1R1NNMTNNMTCPECPELOXL1LTBP2DPYSL3DPYSL3CDH11CDH11LRRC15MFAP2ADAM12ADAM12IGFBP5NBL1FHL2GAS6GAS6ADAMTS1STC1ANGPTL4CD248PDGFRBCOL6A2COL15A1COL4A2COL4A1COL6A3LAMB1LAMA4NID2LAMB1KDELR3KDELR3WISP1FBN1PRRX1CALD1CALD1PTK7ENAHPLK2JAG1JAG1EDNRADLC1ALDH1A3LOXLOXTMEM45APLOD2PLOD2PDLIM3CEMIPGREM1GREM1LAMP3CHN1SFRP4PTGISCOL11A1COL11A1SULF1SULF1SULF1FN1FN1FN1FN1COL1A1COL1A2COL5A2COL1A2COL5A2BGNBGNMMP2MXRA5COL5A1COL5A1COL5A1COL1A1COL1A1CRKSCDSCDSCDGSNFN1COL6A1TIMP3TIMP3TIMP3TIMP3NMUCHN2CHN2CHN2EPCAMIL17RBCCR10RASGRF1FEZ1XKPTP4A3PTP4A3TLE1TLE1TLE1KLHL21TNFRSF13BFAM46CDUSP5ZBTB32ARHGEF3S1PR1SIDT1FCMRFCMRIL2RAIL2RACCR7CCND2CCND2CCND2CCL22LTFCLUCLUCLUCR2BACE2METMETMETABTB2EHD3IL21RIL21RCDK5R1EBI3SLC1A1RRAS2RRAS2RRAS2COBLL1COBLL1SYT17STAG3ADARB1PDE9ASPINK2HOPXCHIT1CD8ACD8BLOXL2LOXL2PLXNA1GMDSGMDSNCALDSLC12A8TMEM255AGLDCPDE4DHEG1SRCSHTN1PSEN2DAB2DOCK4RYR1ATP9APIK3C2BJUPADD2ADD2LPIN1LPIN1CLIP2GDPD5GDPD5MALCD247PRKCQSTAT4CD6PRKCHBCL11BPRKCHITKSPOCK2SPOCK2TCF7TCF7MAFICOSGNG4ST8SIA1CD3GCRTAMNELL2TBC1D4TBC1D4PERPDSPCDH1RARRES1RARRES1RARRES1C3PTGDSPTGDSCYP27B1CYP27A1SIGLEC15PLPP3RPS6KA2CSRP2CSRP2CCND1PALLDPALLDPALLDMARCOFCGR3AAQP9FCGR3BCD7CD7CPVLPLA2G16HSD11B1CSF1CSF1REPB41L3EPB41L3RTN1KCNMA1CPMT1FMT1FMT1FCD200CD200MARCH3SH3BP5SH3BP5IL16IL16SETBP1IL7MARCH1PLCD1IL18R1BCL2L14ARNT2DGKGSTEAP1BHLFHLFHLFGOLM1ETV5ETV5ETV5EPHA4PARM1ATF3BATF3IGSF3CACNA1DHOMER2ATP1B1ATP1B1STK3MORC4TGIF1IQSEC1IQSEC1MYO1DSEPT8SEPT8PTPRRPTPRRRASGRP1SOX5GNASBCAS1MAST4MAST4NRCAMNRCAMAMPD3C5AR1RAI14MREGARNTL2SMAGPSLC1A1GRAMD1CPPARDL1CAMDDAH1RUNX1SMARCA1SMARCA1SMARCA1FAM169AFAM149AFAM149AKLF13TMC5DLGAP1DLGAP1EHHADHMOCOSBCAR3CNTNAP1PLEKHB1P2RX5FA2HECE1CNR2EPHB1EPHB1VSNL1VSNL1ZNF532NEDD4LNEDD4LGATMGATMB3GALNT1B3GALNT1SCRN1PFN2AK4GOLGA8AGOLGA8AGOLGA8AGOLGA8A

−3.5 3.2∆ e



−6

−4

−2

0

2

4

6

monocytes peripheral blood_14_ReprPCWk
G

S
Z

on
−
off

# features = 5076

1

308



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

monocytes peripheral blood_14_ReprPCWk
G

S
Z


